can also be thought to belong to the same group of antibiotics. Later, NE has been revealed to be a mixture of several congeners and separated into NE-A (C19H36N2O5, the main component), NE-B1 (C20H38N2O4) and NE-B2 (C20H33N2O5) as their sulfates by HPLC8) and all of the components are monoacidic bases. Neo-enactin A (NE-A) has the same molecular formula as that of lipoxamycin. Nevertheless, minor but significant differences in mp of the sulfates and 1H NMR spectra of both antibiotics led us to study the structure of NE-A. The present paper describes the structure elucidation of NE-A (Ia). 1 show the presence of three carbonyl-adjacent methylene groups (CH2CO). These data account for the presence of one of the two carbonyl groups at C-7. However, the presence of two carbonyl groups are indicated by 13C NMR of lb as seen in Table 2 . As none of protons of the three B-methylene groups is coupled with the terminal methyl protons, the second carbonyl group should be located between C-12 and C-16. On the other hand, mass spectroscopy of lb shows fragments at m/z 85 (C6H13+) and 113 (C7H13O+) as seen in Fig. 1 . Thus, the second carbonyl group proves to be located on C-14. i
Structural Characterization
The broad signal at 6 8.80 (-NOH) in the 'H NMR of Ib is absent in that of Ic. Furthermore, Ib shows positive FeCl3 test for the free hydroxamic acid moiety, but Ic fails the test.
These two facts locate the position of the second DNP group in Ie. The 1"C NMR data of lb and Ic are shown in Table 2 . Assignments are based on the 2-D 13C-2H correlation spectrum of Ib. The signal at 8 156.9 (s) further supports the location of the second DNP group in Ic. C-19 C-20 
